Based on elements of biogeographic distribution, a simple allometric relationship of wing and tail length, and characters of the divided plates making up the rhamphotheca of the bill, the 14 albatross species fall into four natural groups: (1) the southern mollymawks, (2) the North Pacific albatrosses, (3) the "great" albatrosses, and (4) the sooty albatrosses (Warham 1990 ). On the basis of complete adult fuliginous plumage coloration, longer wedge-shaped tail, cuneate body form, and presence of a colored fleshy sulcus separating the ramicorns of the lower mandible (a morphological feature found in other procellariiforms), a traditional hypothesis of relationships within the Diomedeidae recognizes a simple demarcation of two genera: the "primitive" sooty albatross genus Phoebetria and a more comprehensive genus Diomedea that envelopes the North Pacific albatrosses, the "great" albatrosses, and the southern mollymawks ( Table 1 ), although none has gained common acceptance. Indeed, Mathews (1948) went on to produce an entirely lumped albatross genus Diomedea comprised of all known species, including Phoebetria.
In view of both the traditional hypothesis of albatross relationships based on a small number of morphological features in this conservative group, and the confusing taxonomy within the comprehensive genus Diomedea, we used mitochondrial DNA sequences to investigate sampling of diverse taxa will be available, leading to a common improvement of phylogenybuilding within birds.
Our genetic study explored several basic questions concerning the patterns and rates of evolution among extant albatross species: (1) Is the traditional classification congruent with a molecular phylogeny, i.e. is Phoebetria a sistergroup to the remaining Diomedeidae, as tenuously surmised by a handful of "primitive" Single-stranded DNA for direct sequencing was generated using i:100 dilutions of one primer in 50-/xL amplification reactions together with !/xL of the resuspended subfragment of dsDNA (Gyllensten and Erlich 1988). Amplification reagents were the same as described above for initial gene isolation and were performed in a Peltlet-effect thermocycler with conditions: i rain at 94øC, i rain at 52øC, 2 rain at 72øC, and 35 cycles. Products were concentrated and desalted by spin-dialysis (Millipore 30,000 NMWL) before sequencing by the Sanger termination-dideoxy method (Sanger et al. 1977) using Sequenase• 2.0 (U.S. Biochemical). Sequencing products were subjected to denaturing gel electrophoresis followed by autoradiography.
Corrected distance computation. In view of the overall pattern of divergence among these sequences, we believe that thirdposition comparisons to the outgroup Procellariidae will almost certainly exhibit some effect of site saturation. Among the Diomedeidae, however, comparisons should be largely unaffected by saturation at any given site. Base compositional bias. Diomedea epomophora, (D. amsterdamensis, D. exulans)), (((D. immutabilis, 
D. nigripes), D. albatrus), D. irrorata)), (Phoebetria palpebrata, P. fusca)), (D. chlororhynchos, ((D. bulleri, D. cauta), (D. chrysostoma, D. melanophris)))), (Macronectes giganteus, Procellaria cinerea)); Tree 3, ((((D. chlororhynchos, ((D. bulleri, D. cauta), (D. chrysostoma, D. melanophris, ((D. epomophora, (D. amsterdamensis, D. exulans)), (((D. immutabilis, D. nigripes), D. albatrus), D. irrorata))), (P. palpebrata, P. fusca)), (Macronectes giganteus, Procellaria cinerea)); Tree 4, (((((P. palpebrata, P. fusca), (D. chlororhynchos, ((D. bulleri, D. cauta), (D. chrysostoma, D. melanophris)))), ((D. immutabilis, D. nigripes), (D. albatrus, D. irrorata))), (D. epomophora, (D. amsterdamensis, D. exulans))), (Macronectes giganteus, Procellaria cinerea)); and Tree 5, (((((P. palpebrata, P. fusca), (D. chlororhynchos, ((D. bulleri, D. cauta), (D. chrysostoma, D. melanophris)))), (D. epomophora, (D. amsterdamensis, D. exulans))), ((D. immutabilis, D. nigripes), (D. albatrus, D. irrorata))), (Macronectes giganteus, Procellaria cinerea)). [Auk, Vol. 113 0.001) based on a binomial test (Templeton 1983).
The four-taxon higher-level topology was congruent in branching pattern with the phylogenetic tree derived from analyses of the complete data set.
We estimated the root location to Topology I by creating complete 16-taxa trees constrained to this topology. A branch to the Procellariidae outgroup was attached to the five possible branch positions of Topology I and parsimony and likelihood support computed for the different higher-level group arrangements (Fig.  3B) . As expected, our phylogenetic tree (Tree 1; L = 574 steps) is the most parsimonious and most likely rooted hypothesis of relationships among these birds (Fig. 3B) . Based on a parsimony criterion, the four alternative trees (i.e. Table 1 ).
The discovery of new albatross taxa, particularly from the southern oceans and the Australia/New Zealand region, led to an increased interest in the taxonomy of the group, and several genera either were reintroduced or created (see Table 1 ). Generic-level revisions finally cul- It is interesting to note that the molecular phylogeny is concordant with monophyly of Coues' morphologically defined groups within the paraphyletic traditional genus Diomedea. The evolutionary relationships among albatrosses inferred from their traditional taxonomy presents a subjective hypothesis of groupings.
We therefore recommend a formal revision of the taxonomy of Diomedeidae to achieve a classification congruent with the new phylogenetic hypothesis of relationships. Our revision constitutes four genera of coordinate phylogenetic rank, each equivalent to one of the higher-level phylogenetic groups, and eliminates paraphyly of the traditional genus Diomedea. We resurrect two previously described genera: (1 Table 1 Given that no other petrel builds a nest pedestal, the traditional taxonomic arrangement of albatrosses would lead us to expect either that an ancestor of all albatrosses built a pedestal nest and subsequently was lost from a lineage within the genus Diomedea, or that both Phoebetria and a lineage within Diomedea independently gained the pedestal nest-building be- 
